Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.052; wR factor = 0.163; data-to-parameter ratio = 25.1.
The title compound, C 14 H 12 ClNO 4 S, crystallizes with two molecules in the asymmetric unit. The dihedral angles between the benzene rings are 89.68 (1) (molecule 1) and 82.9 (1) (molecule 2). In each molecule, intramolecular N-HÁ Á ÁO hydrogen bonds between the amide H atom and the methoxy O atom generate S(6) loops. In the crystal, molecule 2 is linked into inversion dimers through pairs of C-HÁ Á ÁO interactions, forming an R 2 2 (8) ring motif. Molecules 1 and 2 are further linked along the b-axis direction through C-HÁ Á Á interactions. The crystal structure is further stabilized by several -stacking interactions [centroid-centroid separations = 3.7793 (1), 3.6697 (1) and 3.6958 (1) Å ], thus generating a three-dimensional architecture.
Related literature
For similar structures, see: Gowda et al. (2010) ; Suchetan et al. (2010a Suchetan et al. ( ,b, 2013 . For hydrogen-bond motifs see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C22-C27 ring. et al., 2008) ; software used to prepare material for publication: SHELXL97.
Comment
As a part of our continued efforts to study the crystal structures of N-(aroyl)-arylsulfonamides (Suchetan et al., 2010a (Suchetan et al., ,b,2013 , we report here the crystal structure of the title compound (I) (Fig 1) .
The title compound (I) crystallizes with two molecules in the asymmetric unit. This is in contrast to the single molecules observed in the asymmetric units of N-(benzoyl)-2-chloro-benzenesulfonamide (II) (Gowda et al., 2010) , N-(2-chloro- (Suchetan et al., 2010b) and N-(3-methoxybenzoyl)-2-chloro-benzenesulfonamide (V) (Suchetan et al., 2013) et al., 2013) . However, in III (Suchetan et al., 2010a) and IV (Suchetan et al., 2010b ) the opposite effect is observed i.e., the N-H bond is anti to both the o-chloro and o-methoxy substituents. In both molecules, intramolecular N1-HN1···O4 and N2-HN2···O8 hydrogen bonds between the amide H atoms and the methoxy O atoms, generate S(6) loops (Bernstein et al., 1995) (Fig 2) .
In the crystal, molecule 2 is linked into inversion dimers through intermolecular C13-H13···O3 (Fig 3) interactions forming an R 2 2 (8) ring motif (Bernstein et al., 1995) . Molecule 1 and 2 are further linked through C10-H10···π interactions along the b axis (Fig 4) . The crystal structure is further stabilized by several π -π interactions [centroidcentroid separation being 3.7793 (1) Å (for Cg1-Cg1), 3.6697 (1) Å (for Cg3-Cg3) and 3.6958 (1) Å (for Cg2-Cg2)] (Fig 5) . Cg1 and Cg3 are the centroids of the C8···C13 and C22···C27 methoxy benzene rings and Cg2 is the centroid of the C1···C6 sulfonamide ring.
Experimental
The title compound was prepared by refluxing a mixture of 2-methoxybenzoic acid, 2-chlorobenzene sulfonamide and phosphorous oxychloride for 2 h on a water bath. The resulting mixture was cooled and poured into ice cold water. The Solid obtained was filtered and washed thoroughly with water and then dissolved in sodium bicarbonate solution. The 
Refinement
The H atoms of the NH groups were located in a difference map and later refined freely. The other H atoms were positioned with idealized geometry using a riding model with C-H = 0.93-0.96 Å. All H atoms were refined with isotropic displacement parameters (set to 1.2-1.5 times of the U eq of the parent atom). ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
